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Total
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File(KB) IncRNA

63,024 54,941
189,767 126,876
271,345 170,767
297,453 177,455
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1 |>ENST00000229465.10 IrTeGAGATAAAAATGACAAAGGAGAACCTCCTGAACAGCATCCAGTTTGCTTTTAGCTTTAGCCATCTCTCTGACCTCAGTGCTGCTGGACTCAGTTCCAAGATCTAACTGTCAAATGCTTTAGGGGAAACGGGAAGAGA)
2 |>ENST00000230113.5 CCCCTATGGTTTATAACCCCTGAGTCTGGEGEETAATGGCACGEEGACCCACCAGCTTGTCTGCCGCCATCTGGGETACAGTGCTGGAAGCGGGGATACAGGGACAAATAAGACACAGATCCTGTTCCTAAAGAGGCTGGA
3 |=EMST00000235290.7 GATGCCTGATCTCATCAATCTAGCGGGAGAGACAGGATAACCTGTCCGAGAGTATAGCGCCACTATGACTCCGCCGGAAAAATTACTITAAAAATCGCCAAAAATTACTTGGAGCAAAGGGCAGTCGGCGGAGCTTCGCC
4 =ENST00000242109.5 CTCAGCTCCTTTTCAGTAATTTCAGTTCTATTTTCTTACTCTATCATTCTGGTGTTTTCATTGCATTTTCTTATAAAAGAGATCCAGATTTATTTTGGAAATAGATTTGAATGACGAAAACATCCTATAGAAGCAAATCCTAAAL
5 =ENST00000244820.2 GCCTTGGCTGGCCATGTGCACCTCATTCCATGCCATTCCAACAGTTGCTGTGCTCCCAGGCTTATATAAGAAGAACCAGTTTTCCCACTTCATGATTTTGCAGCTTAATGGGATGGATATGGAAGAGAATAACTTAGCTTCTA
6 |=EMST00000244506.6 AGGGGGEAGGETGEGGCGGGECCCCACTGGATGTGCCAGGGACCAGGACCAGGCCACGCTGGGECCAGAGCTGTCATGGTTCAGGCCTTGCACACAGAACCACAGAACATGCTCAACAAGCCCCCTAAGCTTAGGGGECALCTG)
7 |=ENSTO0000248980.9 GGGAGTTTCTGGTTTTGCATGAAGCAGCAGAACATGATGAAGCATTTTITCCCCCATCTAAAGATCCAGTCGTGCTCCAGTTTGCAGAGGGCAAGGGGCTGETTGCAGGTGGTGCTGGGAGGATGGAGTAGAGATGGGGTT
8 |=EMNST00000250805.5 TGTCTGTCAGAGCTETCAGCCTGCTTAAGCAGAGTAAAATGGTACAGGCAGTGCAGCCTGETAGCGAGAAAAAAGGCTGCCTGTGAAATCCCACTETGGGACCATAAGTGGGGACCTCAGGGCCCCTTCATGGCATCTEC
9 |=EMNSTO0000253848.3 GATCATGAGACTATCCTGTGTATCCCACAAAGAAGACAGGCAAGATTCCTTGGCTGATGCACCTCCACAGAGGTCTCCTTCTCAGCCAAGCCTCAGGGAATTGTGGCATTCATGCTGTACCCGTGATCTGTTCCCACTGGAG
10 =ENSTO0000255183.8 AGGAGGAGGETCCTCTGAGCCCTGAGGCAGAGATCTCTCACCTGGAAGATGGETCTAATGACTGCGCCCCACACACACCAGAGAGGACTGCAGATAGTGCGGGATGAGAGGAAGATCTCTGGCCCTGGAGACAGCATCAT
11 =ENSTO0000262354.5 CTETGCTGGATGCTTCCTGCCTTTAAACATCAGACCCCAGGTTCTTITGTCCTTTGCACTCTTTGAACTTACACCAGCGETTITGCAAGGGGCTCTTGGGCCTTTGGCCACAGACTGAAGGCTGCACTGACCATTTTCCTACTTITE
12 |>ENST00000276770.8 GAGCAGTGETCCTCACGCATTGGACTGGCCTCCAATGGGTGTAGTTACAGGGCCCCAACCACCTTTCACCAGATTGTATACTCACCTGTATCTGACCTTATTGCTACTCACACTCTAGGTCCCAGGATAAAATCCCAACATGAT
13 |>ENST00000276779.8 GAGCAGTGETCCTCACGCATTGGACTGGCCTCCAATGGGTGTAGTTACAGGGCCCCAACCACCTTTCACCAGATTGTATACTCACCTGTATCTGACCTTATTGCTACTCACACTCTAGGTCCCAGGATAAAATCCCAACATGAT
14 =ENSTO0000279067.2 TGCACACATCTTCTTCTCCAAGGTTTGTGTGCAGAACATCCTGCCCATGCTGACCCAGGAGCTTCAGTTGGCACCTGCCCCAGTCCAGCCTCTGGGAACCATGCAGCAGCTCCCAGCGGCCCTGCACCCACCACCAGCATCC
15 | =ENST00000289890.7 AGTGTTGGATAAATGGGATCATGCAGCATGCAAGATTTTGAAACTGCCGGCCAGACGCGATGGCTCACGLCTGTAATCCCAGCACTTTGGGAGGCTGAGACAGGCGGATCACGAGGACTAAAGGACCACACAAGAATTC

16 | =ENSTO0000290239.7 GGAGTTGCCAGGGCTGCCTTTGGETGACAGCAGCAGTAGAGTTGCCAGAGCAGCCTGCGGTAACAGTA

17 =ENSTO0000291374.11 AGCCCTGCGCTTCCCCAGGTGAACCGGEGECAGGAGCCTETTGGEGAAGGCAGCGACCCACATCTGTGTGCACCTTTGTGGATTTCAGGTTCCGGACGCAGGCGACCAAGCCAGAGCCAGCGCTGTCATACGCAGAGCACCTG
18 | =ENSTO0000292748.7 TCCCCGGGTCECGCTCTAAGTGAGGCGCCAAGCGGETCTCCGCCTCAGGGETCTGAGGCTGCGAAAGGGGCETAACGATGAGCGGETTCCTGCCAGAGGETCTGEEGAGGATAAAAAGCAGGAGGAAGAGGCGACGGCGGECC
19 | =ENSTO0000294715.6 CCCAGAGGCGCACAGGAGACCTCAGGCCCAGACTCCACTCCCCAGCTETGAAAGGACTGCTGGCCAGACCCCCAAGCTAGCCCGCCAGGCCTCCATAGAGCTGCCCAGCATGGCTGCATCCAGTACCAAGAGTTGGETGG(
20 | =ENSTO0000295012.5 ATGTACACCGCGTCGTCGTCGGCCGAGACATTGCGCACGGTCAGGCGECGCTCGGTGCCCTCCTCCTCGATECCGTACTTGGCGCTCGCCCACAACCGCGTCTCCTCCTTGAACCACGCGGLCTCAGTGGACGGCTGGEGEC,
21 | >ENSTO0000295052.3 GCAATTAATGCTGAAACACAGCTAGCATACATAGCAATAACTTAGGCAAAMAGGCAACACTCAAGCAMAMATCCTTCCTGGAATTAAAATCCTGTTATTAGGTCAACCAACTTTTCTTTTAACTAACTAAATAAACAACAGC
22 | >ENST00000295545.9 GCGAGCCACGGGCCTCGCTGCGGEGETTCAAGTGCGTCCGGGTITGGACGTCGCGGCTCCAGGAGTETGCTCTCTCTCCTGCCCATCCCCTCCCCGGAGTTCAGCGCATCCGGEEGECCCCGGEGACCCCTCTTCCCGGCCCTCCTC
23 | >ENSTO0000296270.1 GTTATTGCGACTTTGATCTAAACAGCTCTGTAAAGCCCATTTTCACATTTTTAAAATAATATGCTTTAGCAGCAGGTGAGGAAAACTTAAGGCATGGCACATTITATTGGAAAAGCAGCAGTGGECGGCTTGGTTTAATGGCA
24 | >ENSTO0000297163.3 TGATCTGAAAGGAATGGAAGCACAAAATGATGAATAAGGTATTTITAACAAAGATACATGGGTAAATTAACAGCAGTAATGTAAAAAAGACTGAGGGAGCAACAATGTGGAAAGGGAAGGAAAGGAAGCTGTATAGS
25 | *ENSTO0000300167.7 AGAACTCCCGGCTCAGAGAGTTCTCCACCGCTCCTCCCAGGCTCACGAGGCTCACGGGCTACCCAGCGCCAGCGGCCCAGGAGGECTGGACCACAGGCCTCAGTCCCGACTTCTCCCTGCTGCCCGGECACGGGACCCTCCCC
26 =ENSTO0000301683.7 AGTTGTCCTTGACTGCATGGTTTCTGCTGGTCCAAGCARAACTTCTCCTGCCACGCCTAACCTTGGAGAGCAGGCTGGAGTGCGGTGGCACCATCACAGCTCACTGCAGCCTCAGTCTCCTGGGCTTAAGGGATCGTTTTGCAT
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AAGCACCTCAAACCCAGTTGGCCCCAGTGCCAGGAACCGAGCACTATTGTCATGTAGACCAAGCACCTCGAACCCAGCCGGCCCCAGTGTTAGGAACCGGGTACTGTCGTCATCAGCATCAGGGTCAACCTCTGGACCCTC
AGGTGTGGATGGEGEGCGAAGGTGCGGEAACGTCCACTCCCGCGCGLCCCTCTCGGGGACCAGGGLGECCTCCCAGGAGGAGCTTGETGAGCAGCTGCGACCTETGCATAACTTGGGGLGCCECCAGGGGECTCGCAGGTTC
GGACCCGGCTGTGAGGGETCGCTGAAGATGTATGCCCGGGGGLGECACATCTTGCAGATGGCAAGGCCTGTGAGGCCGGCACCACTGCCAAGTTCTAGGACAGTCCTGGCGGEAGGAAAGGGGACCGTGTCTTCGACTGL

CAGCTOCCACACA ACGAARTTITCGAGRGCTATARACT CTATATAGRALAGGA AGRRCECAGCTCCTACAATACGAAGCAGCCAGAGCAGTREACACCAGACTITAGCCTCCCTITETCACCTTACAGAGRACA GECCCTT
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1 0!}ENST00-00022‘3465.10 1655
2 0 528 512 TTTGGAGATAAAAATGACAAAGGAGAACCTCCTGAACAGCATCCAGTTTGCTTITAGCTTITAGCCATCTCTCTGACCTCAGTGCTGCTGGACTCAGTTCCAAGATCTAACTGTCAAATGCTTITAGGGGA.
3 528 136 35 CATTGACCAGGCTGGETCTTGAACTTCTGACCTCAG
4 664 91 90 ACAGCAAAAGAAACTACCATCAGAGTGAACAGGCAACCTACAGAATGGGAGAAAATTTTTGCAATCTACTCATCTGACAAAGGGCTAATA
5 755 209 203 CCAGAATCTACAAAGAACTCAAACAAATTTACAAGAALAAACAAACAACCCCATCAAAAAGTGGGCAAAGGATATGAACAGACACTTCTCAAAAGAAGACATITATGCAGCCAACAGACACATGA
6 964 70 69 TCATTAAAAAGTCAGGAAACAACAGGTGCTGGAGAGGATGTGGAGAAATAGGAACACTTITACACTATT
7 1034 1474 1442 GTGGGACTGTAAACTGGTTCAACCATTGTGGAAGACAGTGTGGCGATTCCTCAAGGATCCAGAACTAGAAATACCATTITGACCCAGCCATCCCATTACTGGGTATATACCCAAAGGATTATAAATCAT
8 1655 *ENSTO0000230113.5 524
9 2179 =ENSTO0000235290.7 1739
10 2508 1834 1355 TCTTACCTATTTGATGAAGATGTCTTTTGAAAGGTGTACTGCAAGGAACAAAATGTTTGTAAATTCTCCTTTTACCAAGGTGGATAATTACTGTACCTCCTCATGGAAAAAGTTTTATITAAAGTGTTATI
11 3918 >ENSTO0000242109.5 4283
12 4342 101 20 TGACCAAAGTCAAATGCTGG
13 4443 262 20 AATTTGGCCACATCCCTGCC
14 4705 364 20 TTAACCTCTCTGAACCTCAG
15 5069 982 200 ACACACACACAAACACACAC
16 6051 645 24 TTTTTGCTTTGTTITTGTITIGTTIT
17 6696 158 157 GACTAGTTITITITTITITTITITAATGGAGTCTCATTCTGTCACCCAGGCTGGAGTGCAGTGGCETGATCTCGGTTCACTGCAACCTCTGCCACCCATGTTCAAGCGATTCTCCTGCCTCAGCCCCCTGAGTA
18 6854 1882 131 CETCTGGECTAATTTTTGTATTTTTAGTAGAGATGGEGGTTTCACCATCTTGGCCAGGCTGETCTTGAACTCCTGACCTTGTGGTCCACCCGCCTCGECCTCCCAAAATCCTGGEGATTACATGCATGAGCCAL
19 8201 >ENST00000244820.2 2231
20 8736 56 21 TGAAGATATGGGAATTCAGAA
21 8792 418 34 AACAGCAGCAGCAGCAGCAGCAGCAGCAGCAGCA
22 9210 705 A0 ACATGTACACACACACACACACACACACACACACACCACT
23 9915 177 21 AAAAGCCAGACTCAAMAGGAT
24 10092 346 21 TAGGAAGATGTGAAGAAAATT
25 10432 >ENST00000244906.6 927
26 10438 920 504 AGGTGGGGECGGEGECCCCACTGGATGTGCCAGGGACCAGGACCAGGCCACGCTGGGCCAGAGCTGTCATGGTTCAGGCCTTGCACACAGAACCACAGAACATGCTCAACAAGCCCCCTAAGCTTAGIGE
27 11358 1047 1044 AGGGAGTTTCTGGTTTTGCATGAAGCAGCAGAACATGATGAAGCATTTITCCCCCATCTAAAGATCCAGTCGTGCTCCAGTTTGCAGAGGGCAAGGGGECTGETTGCAGGTGETGCTEGEGAGGATGGAL
28 11359 =ENSTO0000248980.9 1043
29 12402 >ENSTO0000250805.5 910
an 17405 253 M CTRTCAGAGCTATCAGOCTA
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229 106873 >ENSTO0000316807.2 3267
230 106997 897 23 CTCCGCTTGAGGTTTCTTCAGGC
231 107894 185 47 AAAAATAGTACTAGTTAACTGTGAAAATTGCAATTAATAGGGCAGAT
232 108079 95 31 TTTTTTTCGAGACAGGGTCTCATTCTGTCAC
233 108174 27 26 ATCCTCCTGCCTCAGACTCCTGAGTA
224 108201 66 41 CTGGGACCACAGGTGTGCATCACCACACCCAGCTAATTTCT
235 108267 63 58 TTGCGATGTTGCCCAGGCTGGTCTCAAACTCCTGGGCTCAAGTGATCTGCCTGCCTTGG
236 108330 260 44 TCAAAGTGTTGGGATCACAGGCGTGAGCCACCACATCCAGCCTA
237 108590 37 21 GGTATTTGTGTATCTAAACAT
238 108627 215 28 GGTACAGTAAAAATATGGTATAAAAGAT
239 108842 36 23 TAATAAATTAACCTTAGCTTACT
240 108878 5 20 AAACCTTTTAATTTTTAAAA
241 108953 58 30 AAATATTTTCTTTATATCCTTATTCTATAA
242 109011 81 80 TTTATTTTAATTTAATTTTATTTTATTTTGAGACAGAGTCTCACTCTCTCGCCCAGGCTGGAGTGCAGTGGCGTGATCTT
243 109092 m 27 ACTCACTGCAACCTCCGCTTCCCAGGT
224 109133 185 76 AAAAATAGTACTAGTTAACTGTGAAAATTGCAATTAATAGGGCAGATCAAGCAATTCTCTTGCCTCAGCCTCCAGA
245 109318 331 20 AAAAAAAATAATAATAATAA
246 109649 95 24 CTTGTACAAGAATGTTCATAGCAG
247 109784 11 31 CATGCAATGGAATATTATTCAGTCATAAAAA
203 109855 118 31 ATTTATATGAAATATCCAGAATAGGTAAATC
219 109973 1186 29 TACAGGGTTTCTTTTTGGGGTGATGAAAA
250 110140 >ENST000003170084 1111
251 111159 428 23 TTITTTCTTITI T ITCCTTITTITITT
252 111251 >ENST00000317019.2 3547
253 111587 7 74 CAAGAGACAGAGTCTTGCTCTGTTGTCCAGGCTGGAGAGCAATGGTGCCATCATAGCTCACTGCAGCCTTGACT
254 111661 649 62 GCCTGGGCTCAAGCGATCCTCCCACCTCAGCCTCCTGAGTAGCTGGGACTACAGGTGTGCAC
255 112310 1107 27 TAGGGCTGTTGTGAGGATTAAATGAAT
256 113417 582 20 GAAAAAGAAAGAAAGGGGAG
257 113999 799 38 GGATGCTCTTTTCCTCGGGATGCTCTTTTCCTCGGGAT
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i Cells Are Forth Computers

= Pearls are repeated patterns.
= Necklaces are clusters of Pearls.

= Pearls are instructions in a cell
computer.

= Necklaces are lists in a cell computer.
= Cells are Forth computers.
= God is a Forth programmer.
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